0 



Y<6 P a S e 



1644 



<110 > APPLICANT: Morell, Andreas 
Imboden, Martin 
Stadler, Beda 
Miescher, Sylvia 
Vogel, Monique 
8 Amstutz, Hans P^, potYPEPTIDES CAPABLE 

! 8 0 <120> TITLE 0M^» ^ THE RHESU 

" T HE^ DN A ENCOD I NG THEM AN* THE PROCESS EOR 

1, PREPARATION AND USE 

i 3 5 < 13 0> FILE KEF *« pT r S 0V1-, 44 3B 
17 <140> CURRENT APPLICATION ^ 

28 <170> SOFTWARE: Patentin Ver . 

30 <210> SEQ ID NO: 1 

31 <2H> LENGTH : 375 
-i o <212> TYPE: DNA 
33 <213> ORGANISM: Homo sapiens 



DATE:. 01/25/2001 
TIME:' 15:04:04 



ENTERE 



OF FORMING ANTIGEN BINDING 
S D ANTIGENS , 
THEIR 



35 <220> FEATURE: 
3 6 <22l> NAME/KEY 
37 <222> LOCATION 
39 <400> SEQUENCE: 



CDS 

(1)..(375) 

39 <400> SEQUENCE: 1 gtg gtc 

40 cag gtg aaa ctg etc gag tot ggg g ^ yal yal 

41 Gin Val Lys Leu Leu Glu ber ^ 
" tec ctg aga etc tec tgt f a gcg tet gga «c .cc 
4 5 Ser Leu Arg Leu Ser Cvs lie a ^ 
46 20 . n caq get cca ggc aag ggg 

4 s r s; H a is is v i - - Giy Lys G1Y 

49 Ala Met His> 1J -H 4 q 

50 35 ^ ... _ at qga agt aac aaa aac tat 

11 ;s S ». S S & % « *» ws Mn Iy » 

51 50 <. „„ atc tec aga gac aat tec aag 

?; s! ss s s e £ « «. «» »- % Ly - 

s - «. r - s s r»; s; r. c P s si 

61 Leu Gin Leu Asn Ser Leu Arg y gQ 

62 ^ rott qgt att tct agg ttc 

64 gcg aga gag cga gca gca cgt gg Arg phe 

65 Ala Arg Glu Arg Ala Ala Arg . 



cag cct ggg agg 
Gin Pro Gly Arg 
15 

etc agg aat tat 
Leu Arg Asn Tyr 
30 

ctg gag tgg gtg 

Leu Glu Trp Val 
45 

gca gac tec gtg 
Ala Asp Ser Val 

aac acg ctg tat 
Asn Thr Leu Tyr 
80 

g tg tat tat tgt 
Val Tyr Tyr Cys 
95 

tat tac tac atg 
Tyr Tyr Tyr Met 



48 



96 



144 



192 



240 



288 



336 
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DATE: 01/25/2001 
TIME: 15:04:04 



105 



110 



66 

68 

69 

70 

73 
74 
75 
76 
78 
79 
80 
82 
33 
85 
86 



100 atr acc gtc tec cca 

- £ S '«S S S ? v- - « =« S! 

115 

<210> SEQ ID NO: 2 

<211> LENGTH: 125 

<212> TYPE: PRT 

<2 13> ORGANISM: Homo sapiens 

tTXT SfSu Leu Glu Ser CI, Gly GIJ V.1 Val Gin P» Gly ^ 
1 5 T1(a Ala ser Glv Phe Thr Leu Arg Asn Tyr 

ser Leu Ar g Leu Ser Cys He Ala ,ei . 3Q 

20 " rlv Lvs Glv Leu Glu Trp Val 

AXaMetHisTrpValArgGlnAaProGly L i& . ^ 

35 



375 



Gly s l° r ash Lvs Asn Tyr Ala Asp Ser Val 
SB Ala Gly He Trp Phe Asp Gly Ser A . *° _ Tvr 



89 

91 

92 

94 

95 

97 

98 
100 
101 
10 5 
106 
107 
108 
110 
111 
112 
114 
115 



ty3 £ m ,* «* ». « « - «» ~ " /s M " "° 
if, G1 „ ™ M ~ .2 „ w - » - - - - T, - 

sla M Glu m Al «. » «v u; ~ - «- - S 

„, vx «v™ «, «S ™ «» »' S " E 



115 

<210> SEQ ID NO: 3 
<211> LENGTH: 318 
<212> TYPE: DNA 
<213> ORGANISM: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<400> SEQUENCE: 
g tg atg acc cag 



Homo sapiens 



116 Val Met Thr Gin 



117 
119 
120 
121 
123 



1 

gtc 
Val 



CDS 

(1) ■ 

3 

tct 
Ser 
5 

tgc 



(318) 



cc. tec tco ^ £ ,0, tf ,« »c £ l% 

Pro Ser Ser Leu Ser Ala bei ^ 

- ; S E SI S S E £ E Si - - "° 
S - - S< S 25 S K ™ - - ™ - S 

124 Trp Tyr Gin Gin Lys Pro bry j 45 

S S 5= £ = S 1 « S S 5 i £ S S "l 

"» 65 , ct « t,o £ caa ,„ «~ ™ *" ~ 

135 ttt gca act tac r.a^ y 



48 



96 



144 



192 



240 



288 
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DATE: 01/25/2001 

ssjrsscsss 6 ^«,.«- time : 15; o 4:04 

Output^Set : N:\CRF3\01252001\H47443B. raw 

Th Tvr Tvr Cvs Gin Glu Ser Tyr Ser Asa Pro Leu He Thr 

136 Phe Ala Thr Tyr Tyr c/s g() ^ 

137 nna ctci gag act aaa 

139 ttC IT III Glv Thr Arg Leu Glu Thr Lys 

140 Phe Gly Gin Glv mi « j 

141 100 

144 <210> SEQ ID NO: 4 

145 <211> LENGTH : 106 

146 <212> TYPE: PRT 

147 <213> ORGANISM: Homo sapiens 

149 <400> SEQUENCE : 4 Ala Ser V al Gly Asp Arg 

150 Val Met Thr Gin Ser Pro Ser Ser 15 

. J mr n . Thr c / s „, U . se, - U. .„ - - »» 

;:,,,,...--»-r'""-":i; I 

iU S« Thr «» ~ «» «"> ~ ^ ~ ^ " 

»; £ „ , al «- To - - - — = ; ;3 
i» £ «. - - Ts «. «» - - » 5 - *» ™ - 'S 

166 „i rv- Thr Arg Leu Glu Thr Lys 

168 Phe Gly Gin Gly Thr Arg l> 

173 <210> SEQ ID NO: 5 

174 <211> LENGTH: 375 

175 <212> TYPE : DNA _ 

176 <213> ORGANISM: Homo sapiens 
17 8 <220> FEATURE: 

179 <221> NAME /KEY : CDS 

180 <222> LOCATION: (1)- -(375) 

182 <400> SEQUENCE : 5 t gtc C ag ccg ggg W 

S III tl "I SS - - £ " k « i; - - - 'U 1 56 

- c„ ., «= ~ - si s £ sr, e s e s £ ~ 



tec cug ~~ " Ala \j _i_ 7 

138 Ser Leu Arg Leu Ser Cys Glu Ala ^ - 30 

xv * - 4U , 4-^ r atq 



201 
203 

204 Leu Gin 



in rtt .u t « « t r s . .* - - - - •» SI e - 
i s s 5 is s s s s s s s= - = s s ~ 

£ SI S S S S S E 5 C S K S £ S 3. 
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DATE-. 01/25/2001 
TIME: 15:04:04 



111 gcg aga g ac aa g gcg gtt egg gga 
208 Ala Arg Asp Lys Ala Val Arg o / 

s 9 - ;s s; S "= ss £ £ 

212 Asp Val Trp bi/ w ^ 

213 115 

216 <210> SEQ ID NO: b 

217 <211> LENGTH: 125 

218 <212> TYPE : PRT 

219 <213> ORGANISM: 
221 <400> SEQUENCE- 



90 

att age 
He Ser 
105 

gtc acc 
Val Thr 



95 



agg tac aac tat tac atg 336 
Arg Tyr Asn Tyr Tyr Met 
110 

gtc tec tea 
Val Ser Ser 
125 



Homo sapiens 
6 



991 <4UU> ~ , _ 

222 Gin Val Lys Leu Leu Glu Ser Gly 

III Ser Leu Arg Leu Ser Cys Glu Ala 

228 Gly Met His Trp Val Arg Gin Ala 

229 _ m _ nv,o aqd Gly Ser 



9 9 4 

231 Ala Leu lie Tr P Phe As P Gly 
III L ys g5 Arg Phe Thr lie Ser Arg 

23? Leu Gin Met Arg Ser Leu Ser Ala 

8 5 

240 Ala Arg Asp Lys Ala Val Arg Gly 
2 4 43 Asp val Trp Glv Lys Gly Thr Thr 



Gly Gly 
10 

ser Gly 

25 
pro Gly 

He Arg 

Asp Thr 



Val Val Gin 

Phe Ala Leu 

Lys Gly Leu 
45 

Ser Tyr Ala 
60 

Ser Lys Asn 
75 

Thr Ala Val 



Asp Asp 
90 

He Ser Arg Tyr Asn 
105 

Val Thr 



Pro Gly Gly 
15 

Arg Ser Ser 
30 

Glu Trp Val 

Glu Ser Val 

Thr Leu Tyr 
80 

Tyr Tyr Cys 
95 

Tyr Tyr Met 
110 



Val Ser Ser 
125 



244 
248 



Homo sapiens 



CDS 

(1) 
7 



. (318) 



115 

210> SEQ ID NO: 7 

249 <2H> LENGTH: 318 

2 50 <212> TYPE : DNA 

251 <213> ORGANISM: 

253 <2 20> FEATURE: 

254 <221> NAME/KEY: 
955 <222> LOCATION: 

257 <400> SEQUENCE : > 

258 qtq atg acc cag tct cca tec tec 

259 fax Met Thr Gin Ser Pro Ser Ser 

262 gtc acc ate act tgc egg gca agt 

263 Val Thr He Thr Cys Arg Ala Sex 
9£A 20 

266 tgg tat cag eag aag cca ggg aaa 

267 Trp Tyr Gin Gin Lys Pro Gly Lys 

111 geg tee act ttg caa agt ggg gtc 

271 Ala Ser Thr Leu Gin Ser Gly 

9-79 50 

274 tct ggg aca gat ttc act etc acc 



ctg tct 
Leu Ser 
10 

cag aac 
Gin Asn 

25 
gee cct 
Ala Pro 

cca tea 
Pro Ser 

ate agt 



gca tct gta gga gac aga 
Ala Ser Val Gly Asp Arg 
15 

att ate cgc tat tta aat 
He He Arg Tyr Leu Asn 
30 

agg etc ctg ate tat ggt 
Arg Leu Leu He Tyr Gly 
45 

agg ttc agt ggc agt gga 
Arg Phe Ser Gly Ser Gly 
60 

agt ctg caa cct gaa gat 



48 



96 



144 



192 



240 
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_ _ t nln P 



DATE: 01/25/2001 
TIME: 15:04:04 



nv Thr Asp Phe Thr Leu Thr 

275 Ser Gly Tnx ?Q 

276 65 ^ far tac tgt caa cag 

?4 IS S £ S c,s °" 
555 T s s m - «• - «" 

233 Phe Gly vio 

28 4 7 <210> SEQ ID NO: 8 
088 <211> LENGTH: 106 

is 3»» saplens 

?,! Si P» ~ « 

S v.J n. ™ c ?B « 9 



He Ser 



agt tac 
Ser Tyr 
90 

ate aaa 
He Lys 
105 



S er Leu Gin Pro Glu Asp 

ell acc cct cca ttc act 
Arg Thr Pro Pro Phe Thr 



238 



318 



297 
299 
300 



20 

Trp T yr Gin Gin Lys Pro Gly Lys 

300 35 rl qer Gly Val 

302 Ala Ser Thr Leu Gin Ser G^y 

303 e r w Thr Asp Phe Thr Leu Thr 

305 Ser Gly Thi *t>h> 7Q 

306 65 

308 Phe Ala Thr Tyr 

309 Lvs val Glu 
111 Phe GlV Pro Gly Tnr uy 

312 100 

316 <210> SEQ ID NO: 

3 17 <211> LENGTH: 375 

318 <212> TYPE: DNA 

319 <213> ORGANISM: 
321 <220> FEATURE: 
3 22 <221> NAME/KEY 

~ . t r^C ATT HN 



Leu Ser 
10 

Gin Asn 

25 
Ala Pro 

Pro Ser 

He Ser 



70 

Tyr Cys Gin Gin 
85 



Homo sapiens 



Ser Tyr 
90 
He Lys 
105 



Ala Ser Val Gly Asp Arg 

He He Arg Tyr Leu Asn 
30 

Arg Leu Leu He Tyr Gly 
45 

Arg Phe Ser Gly Ser Gly 
60 

S er Leu Gin Pro Glu Asp 
Arg Thr Pro Pro Phe Thr 



CDS 

(1) ■ 

9 



. (375) 



323 <222> LOCATION 
325 <400> SEQUENCE : , 

s s s iTs sx £ - - ^ 

III tec ct g aga etc tec t f £ a go, 

331 ser Leu Arg Leu ber Cys * 

3" « c MC Sp val Z Sn ^ 

335 Gly Met His Trp Val Arg ^ 

336 ^ a ta tgg ttt gat gga agt 

338 gca ctt ata tgg Qiy Ser 

339 Ala Leu He Trp ^ 

340 50 ^r* acc ate tec aga 

- r/ s s s s * »« - « 



gga ggc 
Glv Gly 
10 

tct gga 
Ser Gly 
25 

cct ggc 
pro Gly 



gtg gtc 
Val Val 

ttc acc 
Phe Thr 

aag ggg 
Lys Gly 



ate aga 
lie Arg 

gac act 
Asp Thr 



teg tat 
Ser Tyr 
60 

tec aag 
Ser Lys 



cag ccg ggg 
Gin Pro Gly 
15 

etc aga agt 
Leu Arg Ser 
30 

ctg gag tgg 
Leu Glu Trp 
45 

gca gaa tec 
Ala Glu Ser 



ggg 
Gly 

tct 
Ser 

gtg 
Val 

gtg 
Val 



aac acc eta 
Asn Thr Leu 



tat 
Tyr 



48 

96 

144 
192 
240 
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